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630 










635 










640 


312 


Leu 


Val Leu Val 


Ala 


Gly 


Val 


Val 


Ala 


He 


Glv 


Val 


Val 


Arcr 


Ala 


Arcr 


313 






645 










650 










655 




315 


His 


Arg Lys Asn 


Val 


Asp 


Arg 


He 


Ser 


He 


Arg 


Ser 


Tyr 


Arg 


Thr 


Asp 


316 




660 










665 










670 






318 


He 


Ser Met Ser 


Asp 


Phe 


Glu 


Asn 


Ser 


Arg 


Asp 


Phe 


Glu 


Gly 


Arg 


Asp 


319 




675 








680 










685 








321 


Asn 


Met Gly Ala 


Ser 


Pro 


Glu 


Ala 


Gin 


Glu 


Thr 


Ser 


Leu 


Gly 


Gly 


Lys 


322 




690 






695 










700 










324 


Asp 


Glu Phe Ala 


Thr 


Thr 


Thr 


Glu 


Asp 


Thr 


Val 


Glu 


Ser 


Lys 


Glu 


Pro 


325 


705 






710 










715 










720 


327 


Lys 


Lys Ala Lys 


Arg 


Ser 


Ser 


Lys 


Glu 


Glu 


Ala 


Asp 


Glu 


Ala 


Phe 


Thr 


328 






725 










730 










735 




330 


Thr 


Phe Leu Leu 


Gin 


Ala 


Lys 


Asn 


Leu 


Ala 


Ser 


Ala 


Ala 


Thr 


Gin 


Asn 


331. 




740 










745 










.750 






333 


Gly 


Pro Thr Glu 


Ala 

























334 755 

337 <210> SEQ ID NO : 3 

338 <211> LENGTH: 769 

339 <212> TYPE: PRT 

340 <213> ORGANISM: Rattus sp . 

342 <220> FEATURE: 

343 <223> OTHER INFORMATION: rat polymeric immunoglobulin receptor (plgR) 
34 5 <400> SEQUENCE: 3 

346 Met Arg Leu Ser Leu Phe Ala Leu Leu Val Thr Val Phe Ser Gly Val 

347 1 5 10 15 

349 Ser Thr Gin Ser Pro He Phe Gly Pro Gin Asp Val Ser Ser He Glu 

350 20 25 30 

352 Gly Asn Ser Val Ser He Thr Cys Tyr Tyr Pro Asp Thr Ser Val Asn 

353 35 40 45 

355 Arg His Thr Arg Lys Tyr Trp Cys Arg Gin Gly Ala Asn Gly Tyr Cys 

356 50 55 60 

358 Ala Thr Leu He Ser Ser Asn Gly Tyr Leu Ser Lys Glu Tyr Ser Gly 
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